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Although combining genetic and endocrine data from non-invasively collected hair samples has potential to improve the
conservation of threatened mammals, few studies have evaluated this opportunity. In this study, we determined if steroid
hormone (testosterone, progesterone, estradiol and cortisol) concentration proﬁles in 169 hair samples collected from freeranging brown bears (Ursus arctos) could be used to accurately discriminate between immature and adult bears within
each sex. Because hair samples were acquired opportunistically, we also needed to establish if interactions between hormones and several non-hormone factors (ordinal day, year, contact method, study area) were associated with age class.
For each sex, we ﬁrst compared a suite of candidate models by Akaike Information Criteria model selection, using diﬀerent
adult-age thresholds (3, 4 and 5 years), to determine the most supported adult age. Because hair hormone levels better
reﬂect the endocrine state at an earlier time, possibly during the previous year, then at the time of sampling, we reanalysed the data, excluding the records for bears at the adult-age threshold, to establish if classiﬁcation accuracy
improved. For both sexes, candidate models were most supported based on a 3-year-old adult-age threshold. Classiﬁcation
accuracy did not improve with the 3-year-old bear data excluded. Male age class was predicted with a high degree of
accuracy (88.4%) based on the concomitant concentrations of all four hormones. Female age class was predicted with less
accuracy (77.1%) based only on testosterone and cortisol. Accuracy was reduced for females, primarily because we had
poor success in correctly classifying immature bears (60%) whereas classiﬁcation success for adult females was similar to
that for males (84.5%). Given the small and unbalanced sample used in this study, our ﬁndings should be viewed as preliminary, but they should also provide a basis for more comprehensive future studies.
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Introduction
Hair is one of several biological media that can be collected
non-invasively from wild mammals. It is relatively easy and
inexpensive to collect or ‘trap’ (Woods et al., 1999; Patkó
et al., 2016). In addition, hair is easy and inexpensive to store
for laboratory analysis; it is simply air-dried, sealed in paper
envelopes, with or without a dessicant, and stored in a cool
dry location (Long et al., 2007; Kendall and McKelvey,
2008). Hair collected from wildlife has been analysed in various ways, and for various purposes, including identiﬁcation
of individuals based on macro- and microscopic features
(Stains, 1958; de Marinis and Asprea, 2006), genetic sampling of populations based on DNA extraction from hair follicles (Woods et al., 1999; Wilson et al., 2016), endocrine
system function of individuals based on steroid hormone
levels in hair (Koren et al., 2002; Schell et al., 2017), migration patterns and/or dietary habits of individuals based on
stable isotope levels (Hobson, 1999; Cerling et al., 2006),
and contaminant exposure of individuals based on hair levels
of toxicants (d’Havé et al., 2005; Hernout et al., 2016).
These research pursuits have generally followed independent
paths, with combined studies being relatively uncommon,
although several recent studies have combined genetic, endocrine and/or stable isotope analyses of hair to address issues
relevant to methodology (Sergiel et al., 2017) and ecology
(Bryan et al., 2013; Lafferty et al., 2015). This contrasts with
numerous studies based on non-invasive faecal collections in
which DNA and hormone metabolites have been measured in
tandem to increase understanding of the state of free-ranging
populations (Wasser et al., 2004; Mesa-Cruz et al. 2016;
Rehnus and Palme, 2017)
For the past 10 years, we have been evaluating the potential
for hair hormone analyses to support the conservation of
brown bears, with a primary focus on populations in Alberta,
Canada (Macbeth et al., 2010; Bourbonnais et al., 2013, 2014;
Cattet et al., 2014, 2017; Kroshko et al., 2017). Brown bears
in Alberta are considered a ‘threatened species’ based on current estimates of population size (ASRD and ACA, 2010) combined with unsustainable levels of human-caused mortality
(Benn and Herrero, 2002; Nielsen et al., 2004). This situation
has been further exacerbated by the individual- and
population-level effects of increasing levels of human use
within brown bear habitat (Boulanger et al., 2013; Nielsen
et al., 2013; Boulanger and Stenhouse, 2014). Among large
carnivores, brown bears are known to have low resilience
(ability for an individual to experience disturbance and maintain normal physiological processes) (Martin and Wiebe, 2004)
in the face of ongoing human-caused landscape disturbance
(Weaver et al., 1996). Key conservation actions have included

a province-wide hunting moratorium that was instituted in
2006, a species recovery plan that was established in 2008,
designation of the species as threatened in 2010, and a revised
recovery plan that was released in draft form for public input
in June 2016 (ASRD, 2008; ASRD and ACA, 2010; AEP,
2016). In addition, DNA-based capture-mark-recapture studies
were conducted from 2004 to 2008 with a different population
inventoried in each of these years. One of these populations
was re-assessed in the same manner in 2014 and, from this, it
appears likely that non-invasive genetic hair sampling methods
will continue as the basis for estimating and monitoring sizes
of provincial populations (Stenhouse et al., 2015). With this
realization, we are moving in our research toward augmenting
population characteristics derived from these studies (population size, density, spatial distribution, sex ratio) with health
information obtained from the hairs snagged by barbed wire
from individual bears.
Our research into the utility of hair hormone analyses for
brown bear conservation has been greatly strengthened
through collaboration with the Scandinavian Brown Bear
Research Project, which has provided a comparative basis to
try to understand the response of brown bears to humancaused landscape disturbance, and to more effectively conserve their populations in Alberta. In Scandinavia, brown
bears were almost wiped out in at the end of the 19th century
through predator extermination programmes (Swenson et al.,
1995). By the 1930s, roughly 130 individuals were estimated
to remain in Sweden, whereas brown bears in Norway were
even closer to extinction (Swenson et al., 1994, 1995).
However, actions to conserve brown bears that began in the
late 1800s in Sweden and later in Norway have proven successful to their recovery. The 1984 launch of a long-term
research programme, the Scandinavian Brown Bear Research
Project, to provide management authorities with sciencebased information to help them reach their management and
conservation goals was a signiﬁcant step in this effort. Today,
the brown bear population in Scandinavia (Sweden and
Norway) is believed to be stable at around 3000 individuals
(Aarnes et al., 2014; Kindberg and Swenson, 2014; but see
Swenson et al., 2017). Meanwhile, the research programme
has contributed a wealth of general knowledge about brown
bear ecology as well as speciﬁc knowledge about population
dynamics, the mechanisms of population expansion, conservation genetics and the effects of hunting (which was introduced in 1943) on Scandinavian brown bears.
This study closely follows a study in which we developed
laboratory procedures to quantify reproductive steroid hormone (testosterone, progesterone, and estradiol) concentrations in brown bear hair and then veriﬁed that changes in
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the concentrations of these hormones in hair collected from
captive adult brown bears corresponded with key reproductive events, including breeding and pregnancy (Cattet et al.,
2017). In the current study, we evaluate if steroid hormone
(testosterone, progesterone, estradiol and cortisol) concentration proﬁles in hair samples collected from free-ranging
brown bears could be used to effectively discriminate between
immature and adult bears within each sex. In the context of
non-invasive genetic hair sampling, discrimination between
sexes on the basis of hormone proﬁles is not necessary,
because sex would be conﬁrmed through DNA analysis. At
this time, however, DNA analysis does not enable the assignment of age or age class. Nonetheless, knowledge of age
structure is essential to the success of many wildlife management and conservation programmes (Doak and Cutler, 2014;
Woodruff et al., 2016). For example, in reference to Alberta’s
efforts for brown bear recovery, it would be invaluable to be
able to determine from non-invasive genetic hair sampling if
adult females, who will presumably breed, are occupying priority areas identiﬁed for brown bear conservation. To our
knowledge, the effect of puberty on steroid hormone concentrations has not been investigated in brown bears. However,
consistent changes in steroid hormone levels associated with
sexual maturation have been identiﬁed in different biological
media in other species, including in the blood plasma of spotted hyaenas (Crocuta crocuta; Glickman et al., 1992), in the
faeces of giant pandas (Ailuropoda melanoleuca; Kersey
et al., 2010), and in the hair of several non-human primate
species (Fourie et al., 2016).

Methods

(64 females from 1.3 to 22.3 years, 69 males from 1.3 to
22.7 years). Of these, 63 were captured by remote drug
delivery from helicopter from April 2000 to April 2007 and
70 were legally killed by hunters from August to October
2008. Samples from captured bears were consistently
plucked from the shoulder and examiners were instructed to
pluck samples from hunter-killed bears from the shoulder.
The 63 captured bears were composed of 20 adult females
and their dependent offspring that were all 1.3 years old (i.e.
yearlings) with litters ranging in size from 1 to 3 offspring.
Details concerning capture and handling procedures used in
Sweden are provided in Arnemo and Evans (2017). All captures were approved by the Swedish Ethical Committee on
Animal Research (application numbers C 7/12 and C 18/15)
and the Swedish Environmental Protection Agency.
Although hair collection methods varied between projects
(i.e. shaving in Alberta vs plucking in Sweden), hair samples
were handled in a similar manner in that they never came in
direct contact with human skin, and were placed into a
paper envelope either using forceps or by hand while wearing examination gloves. The envelopes were left open for several hours to ensure that samples were air-dried, and then
sealed and stored under low light at room temperature in
Alberta, and at −18°C in Sweden, until the analysis of hormone levels in the following 6 months to 14 years.
Because age class was a variable of primary interest in
this study, it should be noted that in both Alberta, Canada
and Sweden, the ages of all bears of uncertain age were estimated by counting the cementum annuli of an extracted premolar (Stoneberg and Jonkel, 1966; Matson et al., 1993).

Sources of brown bear hair and aging
of bears

Sample preparation, hormone extraction
and analyses

We opportunistically obtained 169 hair samples (~150 g per
sample) collected under the two long-term research projects
described above (Tables S1 and S2, Figs S1 and S2—Note that
table or ﬁgure numbers preceded by ‘S’ herein refer to results
presented in the Supplementary Information). In total, 36 samples were collected in Alberta by shaving hair at the skin surface from the shoulder of free-ranging brown bears (19 females
from 1.4 to 11.7 years, 17 males from 2.4 to 19.4 years) from
June 2009 to September 2014. Of these, 15 samples were collected from bears captured by remote drug delivery from helicopter and 21 from bears captured by culvert trap. Details
concerning capture and handling procedures used in Alberta
are provided in Cattet et al. (2008). Captures were approved
by the University of Saskatchewan’s Committee on Animal
Care and Supply (Animal Use Protocol # 20 010 016) and
were in accordance with guidelines provided by the Canadian
Council on Animal Care for the safe handling of wildlife
(CCAC, 2003) and the American Society of Mammalogists’
Animal Care and Use Committee (Sikes and Gannon, 2011).

Only guard hairs were analysed and, in cases where samples
had been plucked, follicles were removed with sharp scissors
prior to decontamination and hormone extraction. We
removed gross contaminants (e.g. mud, dried faeces) with
ﬁne forceps and gentle agitation of hairs, while taking care
not to damage hair shafts. Approximately 125 mg of hair
was prepared as a single batch for extraction of all four hormones to ensure each sub-sample (one for each hormone)
was handled identically. Hair samples were washed to
remove external contamination and ground to powder as
described in detail by Cattet et al. (2017). Powdered hair
was collected and transferred to a 1.5 ml tube and stored in
the dark at room temperature prior to hormone extraction.

Overall, 133 hair samples were collected in Sweden by
pulling (plucking) hair from the skin of brown bears

For powdered hair, we used the protocol developed and
validated for brown bear hair by Macbeth et al. (2010) to
extract cortisol, which was subsequently validated in brown
bear hair for progesterone and testosterone (Cattet et al.,
2017). HPLC grade methanol (1.5 ml) was added to 75 mg
of ground hair (0.02 ml methanol per mg of powdered hair;
25 mg for each hormone) and blended with a vortex mixer
for 10 s. The mixture was placed in a slow end-over-end
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rotator at room temperature for 24 h, after which it was centrifuged at 4500 rpm for 15 min at 20°C. Equal volumes of
supernatant were collected into 12 × 75 mm2 glass culture
tubes, and the solvent was evaporated under a gentle stream
of nitrogen gas. The extracted powder was re-extracted twice
with another 1.5 ml of methanol each time, blended with a
vortex mixer for 40 s, centrifuged and the supernatant was
collected as before. The ﬁnal combined extract was divided
into three identical volumes in separate tubes and concentrated to the bottoms of the tubes, using consecutive rinses
of methanol in decreasing volumes (0.4, 0.2, 0.15 ml), and
dried under nitrogen gas after each rinse.
For estradiol extraction, we used a protocol previously validated for brown bear hair (Cattet et al., 2017). Brieﬂy, we added
10 ml of methyl tert-butyl ether (EMD Chemicals, Gibbstown,
NJ) to 50 mg of powdered hair sample in a 16 × 125 mm2 glass
culture tube, blended it with a vortex mixer for 10 s, and placed
the mixture in a slow rotator for 24 h. Immediately afterward,
we centrifuged the mixture at 4500 rpm for 15 min at 20°C,
collected the supernatant, and dried it under nitrogen gas.
Similar to the extraction described above for cortisol, testosterone and progesterone, the extracted powder was re-extracted
an additional two times with 10 ml of methyl tert-butyl ether,
and resulting combined extracts were concentrated to the bottoms of tubes.
The extracted hormones were reconstituted in 125–250 μl of
buffers provided by the respective enzyme-linked immunosorbent assay (ELISA) kits (cortisol—Oxford Biomedical, pre-2016
EA65 ELISA kit, Rochester Hills, MI, USA; progesterone—Enzo
Life Sciences, ADI-900-011 ELISA kit, Ann Arbor, MI, USA;
testosterone—Enzo Life Sciences, ADI-900-065; estradiol—
Calbiotech, ES180S ELISA kit, Spring Valley, CA, USA).
Hormone extracts were reconstituted in the minimal volume
of buffer that would allow us to maximally concentrate hormones and run samples in duplicate on the respective ELISAs
(250 μl for testosterone and progesterone, 200 μl for cortisol,
and 125 μl for estradiol). We selected the various kits based
on their sensitivity (i.e. lowest standard) and the volume of
sample required to run in duplicate (due to the small volumes
of reconstituted hormone extracts obtained). We reconstituted all samples for 12 h in the dark at 4°C. Samples were
then gently mixed before centrifugation at 4500 rpm for
5 min at 20°C. We diluted samples with the appropriate kit
buffer in order for the ELISA result to fall on the linear portion of the standard curve, based on preliminary analyses
conducted during assay validation (progesterone 1/10, testosterone 1/5, cortisol and estradiol undiluted) with the appropriate buffer provided with each kit. The performance
characteristics of each ELISA (lower limits of detection, parallelism and extraction efﬁciency) are described in detail in
Cattet et al. (2017). Intra- and inter-assay percent coefﬁcients
of variation (%CV; SD/mean × 100%) for each assay were
<10 and <15%, respectively (Cattet et al., 2017). In the case
of a sample having a %CV >15% in an assay, or falling outside the linear portion of the standard curve, that sample was

re-run on the ELISA until this value was acceptable. A standard curve was run on every plate. All samples were analysed
over a 6-month period in 2014–15, with the sequence of samples selected in a randomized manner.

Statistical analysis
We performed all statistical analyses using R 3.3.2 (R Core
Team, 2016). Each of the 169 records in this study represented
a unique individual, i.e. no repeated measures (Tables S1-S2).
We adapted the protocol for data exploration described in Zuur
et al. (2010), using Cleveland dot-plots to evaluate continuous
and discrete variables for potential outliers, and pair-plots
(Pearson r ≥ 0.70) and generalized variance inﬂation factors
(GVIF1/(2·df) ≥ 3.0) to identify collinear variables (Table 1).
This was facilitated by using the ‘lattice’ package (Sarkar,
2008) in R, as well as the custom R code provided by Ieno
and Zuur (2015).
Following data exploration, we used the ‘glm’ function in
package ‘stats’ (R Core Team, 2016) to analyse the male and
female data with a binomial response that was either immature or adult. First, however, we standardized all continuous
predictor variables by subtracting the mean from the
observed values and dividing by the standard deviation. This
was done to reduce multicollinearity and the associated problems that are caused by two-way interactions when calculating model coefﬁcients. We then developed six candidate
models to be used in ten separate analyses, ﬁve for each sex.
The candidate models were composed of the following predictor variables, as shown in Table 2:
(i)

Model 1—an intercept-only (null) model;

(ii) Model 2—only hormones in linear (x) and polynomial
forms (x2 and x3) without interactions;
(iii) Model 3—only hormones with interactions;
(iv) Model 4—hormones + (hormone × time) interactions;
(v) Model 5—hormones + (hormone × contact method)
interactions; and
(vi) Model 6—hormones + (hormone × study area)
interactions.
For Model 2, we began with a global model that incorporated all four hormones in their linear and polynomial forms,
and then reﬁned it by backward elimination using the ‘drop1’
function in package ‘lme4’ (Bates et al., 2015) to successively
remove the least signiﬁcant variable, based on P values with a
signiﬁcance level of α = 0.05, and re-ﬁt the reduced model.
We compared among successively-reﬁned models using
Aikaike Information Criteria (AIC) model selection (Burnham
and Anderson, 2002). For Model 3, we added all possible
two-way interactions to the most supported structure (ΔAICC =
0.00) for Model 2, and then reﬁned it by backward elimination. For Models 4–6, we followed the same procedure, but
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Table 1: Variables evaluated as potential determinants of the age class (immature or adult) of 86 male brown bears and 83 female brown
bears that were either captured in Alberta, Canada (N = 36) or Sweden (N = 63), or killed legally Sweden (N = 70), between 2000 and 2014
Attribute

Predictor variable
(abbreviation)

Variable
type

Values

Hormone

Testosterone (test)

Continuous

0.2–27.6 pg/mg

Progesterone (prog)

Continuous

0.3–17.4 pg/mg

Estradiol (est)

Continuous

0.0043–0.0261 pg/mg

Continuous

0.33–12.99 pg/mg

Adjusted ordinal day (d)

Discrete

1–365 with March 21 set as Day 1

Cortisol (cort)
Time

a

Year (y)

Discrete

2000–14

Contact
method

Contact method (cm)

Categorical

culvert trap capture, remote drug delivery from helicopter capture or
legally killed

Study area

Study area (sa)

Categorical

Alberta or Sweden

a
Adjusted ordinal day is the day on which a bear was captured or killed, and sampled. March 21 was set as Day 1 to represent the approximate time that a bear
emerged from its den.

Table 2: Candidate models evaluated to predict the age class (immature or adult) of 86 male brown bears and 83 female brown bears. For
each model, with the exception of the null model, we reﬁned an initial model that contained all variables of interest to a ﬁnal model by
backward elimination of variables. Each ﬁnal candidate model was selected by comparing ΔAICc values, i.e. ΔAICc = 0.00
Model

Initial structure

Reﬁning procedure

1. Null

Intercept only

None

2. Hormonea only (no
interactions)

test + test2 + test3 + prog + prog2 + prog3 + est + est2 + est3 + cort + cort2 +
cort3

Backward
elimination

3. Hormone only (with
interactions)

Most supported model 2 + all two-way interactions

Backward
elimination

4. Hormone + time

Most supported model 3 + all hormone × day interactions + all hormone × year
interactions

Backward
elimination

5. Hormone + contact method

Most supported model 3 + all hormone × contact method interactions

Backward
elimination

6. Hormone + study area

Most supported model 3 + all hormone × study area interactions

Backward
elimination

a

Hormones are testosterone (test), progesterone (prog), estradiol (est) and cortisol (cort).

used the most supported structure for Model 3 instead of the
most supported structure for Model 2. We avoided using
candidate models with combinations of year, contact method, and study area because of the small sample size and
because we could not separate the effects of these particular
predictor variables (i.e. confounded variables) (Tables S1
and S2, Figs S1 and S2).
Within each sex, we conducted three separate analyses,
each using a different threshold age for adulthood – 3, 4 or 5
years. Within each analysis, we compared the six candidate
models (Table 2) using AIC model selection (Burnham and
Anderson, 2002) to determine the most supported model
(ΔAICC = 0.00) at each adult-age threshold. In a fourth analysis, we compared between the most supported models at
each adult-age threshold to identify which threshold had the

most support overall. In a ﬁfth and ﬁnal analysis, we
excluded all records at the most supported adult-age threshold, and re-analysed the data using the same approach
shown in Table 2. We predicted that the exclusion of data at
the adult-age threshold would increase accuracy in discriminating between age classes if hormone levels in hair were
more indicative of the bear’s endocrine state at a previous
time (e.g. prior to hibernation when hair was growing) than
at the time of sampling, e.g. during spring when hair growth
was arrested.
We used several measures of classiﬁcation accuracy to
evaluate candidate models for their effectiveness in discriminating between age classes. The simplest measure was the
number of correct predictions divided by the sample size,
expressed as a percentage, and referred to as ‘Accuracy (%)’
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in Tables 3a–6a. We also used the mean area under the curve
(AUC), formally termed the area under the receiver operating
characteristic (ROC) curve, which is a more complex measure. This index provides a single measure of overall classiﬁcation accuracy between 0.5 and 1.0 that is not dependent
upon a particular threshold (Deleo, 1993). In the context of
this study, an AUC value of 0.5 would indicate that hair hormone proﬁles did not differ between age classes, whereas a
score of 1.0 would indicate no overlap (perfect discrimination) in hormone proﬁles. We calculated the mean AUC
and 95% conﬁdence interval values using the ‘roc’ and ‘ci’
functions in package ‘pROC’ (Robin et al., 2011). The other
measures of classiﬁcation accuracy that we used were sensitivity and speciﬁcity. In contrast to AUC values, these are
threshold-dependent measures, i.e. values <0.5 = 0, and
values ≥0.5 = 1. In the context of this study, sensitivity refers
to the number of bears that were correctly classiﬁed as
belonging to a particular class divided by the observed (true)
number of bears within that class. Conversely, speciﬁcity
refers to the number of bears that were correctly classiﬁed as
not belonging to a particular class divided by the observed
(true) number of bears outside of that class. We calculated
sensitivity and speciﬁcity values (%) from confusion matrices
for each model (Tables S5-S6) that were constructed using
the ‘xtabs’ function in package ‘stats’ (R Core Team, 2016).

For the most supported models (ΔAICC = 0.00) for each sex,
we also constructed ROC curves (Swets, 1979) for each age
class using the ‘plot.roc’ function in package ‘pROC’ (Robin
et al., 2011). ROC curves illustrate the trade-off between sensitivity and speciﬁcity (graphically presented as 1—speciﬁcity)
over the range of all possible thresholds (cut-off points).

Results
Through the exploratory data analysis, we did not detect any
outlying values within the hormone and time variables. Thus,
we proceeded to use all records, variables and values in subsequent analyses. As expected though, we found that contact
method and country were collinear (GVIF1/(2·df) ≥ 3.0) with
each other, and with year and ordinal day, and therefore
could not be used in combination in the candidate models
(Table 2). However, year and ordinal day were not collinear
(GVIF1/(2·df) < 3.0) and, therefore, were used together in the
same candidate model (i.e. Model 4 in Table 2).
Some patterns were evident when comparing observed
hair hormone concentrations between age classes, and in
relation to time of year (Figs 1 and 2). Within males, adult
bears had higher testosterone values than immature bears
(Fig. 1). Progesterone values in both age classes were higher

Table 3a: Candidate models that were most supported (ΔAICC = 0.00) for predicting the age class (immature or adult) of 86 male brown bears.
Each model was the outcome of one of four individual analysesa. For the ﬁrst three analyses, we used diﬀerent age thresholds (≥3, ≥4 or ≥5
years) for adulthood while retaining all records in the data set. For the ﬁnal analysis, we re-analysed the data set that was used for the most
supported model (ΔAICC = 0.00), but excluded the records for bears at the threshold age (in this case, 3 years old)
Adult age (y)

N

Model

Most supported model structureb

K

AICC

ΔAICC

wi

Accuracy (%)

≥3

86

Hormone + time

test + (cort × d) + cort3 + (prog × est3)

9

64.87

0.00

0.97

88.4

≥5

86

Hormone + contact method

(test × cm) + prog

7

65.33

0.46

0.87

83.7

86

Hormone + contact method

test + (cort × cm) + cort + (prog × cm)

11

71.89

7.02

0.41

86.1

10

61.14

0.00

0.55

87.5

≥4

2

Model based on reduced data set excluding records for 3-year-old bears
≥3

80

Hormone + contact method

(test × cm) + (est3 × cm) + cort2

a
Statistics are number of estimable parameters in model (K), sample-size-adjusted Akaike information criterion (AICC), diﬀerence in AICC between top model and
model i (ΔAICC), Akaike weight (wi) and accuracy (%).
b
Variables are testosterone (test), progesterone (prog), estradiol (est), cortisol (cort), ordinal day (d) and contact method (cm).

Table 3b: Comparison of candidate models in Table 3a. by mean Area Under the Curve (AUC), sensitivity (Sen, %) and speciﬁcity (Spe, %) to
predict the age class for 86 male brown bears
Immature
Adult age (y)

Adult

N
Mean AUC (95% CI)

Sen

Spe

Mean AUC (95% CI)

Sen

Spe

≥3

86

0.96 (0.92–0.99)

83.3

93.2

0.96 (0.92–0.99)

93.2

83.3

≥5

86

0.94 (0.89–0.98)

86.5

79.4

0.94 (0.89–0.98)

79.4

86.5

≥4

86

0.95 (0.91–0.99)

87.5

84.2

0.95 (0.91–0.99)

84.2

87.5

89.5

0.96 (0.93–0.99)

89.5

85.7

Model based on reduced data set excluding records for 3-year-old bears
≥3

80

0.96 (0.93–0.99)

85.7
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Table 4a: Candidate models that were most supported (ΔAICC = 0.00) for predicting the age class (immature or adult) of 83 female brown
bears. Each model was the outcome of one of four individual analysesa. For the ﬁrst three analyses, we used diﬀerent age thresholds (≥3, ≥4 or
≥5 years) for adulthood while retaining all records in the data set. For the ﬁnal analysis, we re-analysed the data set that was used for the most
supported model (ΔAICC = 0.00), but excluded the records for bears at the threshold age (in this case, 3 year olds)
Adult age
(y)

N

Model

Most supported model structureb

K

AICC

ΔAICC

wi

Accuracy
(%)

≥3

83

Hormone + study area

(test × cort3) + test2 + cort + (test × sa)

7

80.10

0.00

0.91

77.1

≥5

83

Hormone + study area

(cort × sa) + (test2 × sa) + (cort3 × sa)

8

86.84

6.74

0.99

74.7

83

Hormone + study area

(test × sa) + est

5

93.28

13.18

0.90

77.1

9

84.97

0.00

0.49

79.2

≥4

2

3

Model based on reduced data set excluding records for 3-year-old bears
≥3

77

test2 + prog3 + (prog × cort) + est + (prog ×
cort3)

Hormone only (with
interactions)

a
Statistics are number of estimable parameters in model (K), sample-size-adjusted Akaike information criterion (AICC), diﬀerence in AICC between top model and
model i (ΔAICC), Akaike weight (wi) and accuracy (%).
b
Variables are testosterone (test), progesterone (prog), estradiol (est), cortisol (cort), ordinal day (d) and study area (sa).

Table 4b: Comparison of candidate models in Table 4a by mean area under the curve (AUC), sensitivity (Sen, %) and speciﬁcity (Spe, %) to
predict the age class for 83 female brown bears
Immature
Adult age (y)

Adult

N
Mean AUC (95% CI)

Sen

Spe

Mean AUC (95% CI)

Sen

Spe

≥3

83

0.87 (0.79–0.94)

60.0

84.5

0.87 (0.79–0.94)

84.5

60.0

≥5

83

0.87 (0.80–0.94)

74.3

75.0

0.87 (0.80–0.94)

75.0

74.3

≥4

83

0.82 (0.73–0.92)

67.7

82.7

0.82 (0.73–0.92)

82.7

67.7

88.5

0.87 (0.78–0.95)

88.5

60.0

Model based on reduced data set excluding records for 3-year-old bears
≥3

3-yr-olds (80)

0.87 (0.78–0.95)

60.0

Table 5a: Comparisona of candidate modelsb by Aikaike Information Criteria (AIC) model selection to predict the age class for 86 male brown
bears. Males < 3 years old were classiﬁed as immature (N = 42) whereas males ≥3 years old were classiﬁed as adult (N = 44). Model M1 is an
intercept-only (null) model

Model

Hormone

Time

M4

test, prog, est3,
cort, cort3

d

M6

test, prog, est3 cort,
cort3

M5

test, est3

Study
area

Contact
method

M3

test, prog, est ,
cort, cort3

M2

test, prog, est3,
cort, cort3

K

AICC

ΔAICC

wi

Accuracy
(%)

(prog × est3), (cort × d)

9

64.87

0.00

0.97

88.4

10

73.59

8.72

0.01

86.1

7

74.39

9.52

0.01

84.9

8

74.44

9.57

0.01

84.9

6

80.29

15.42

0.00

86.1

1

121.22

56.35

0.00

50.0

(prog × est3), (cort × sa), (cort3 × sa)

sa
cm

3

Interactions

(est3 × cm)
(test × est ), (prog × est )

M1

3

3

a

Statistics are number of estimable parameters in model (K), sample-size-adjusted Akaike information criterion (AICC), diﬀerence in AICC between top model and
model i (ΔAICC), Akaike weight for model i (wi) and accuracy (%).
b
Variables are testosterone (test), progesterone (prog), estradiol (est), cortisol (cort), ordinal day (d), study area (sa) and contact method (cm).
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Table 5b: Comparison of candidate models in Table 5a. by mean Area Under the Curve (AUC), sensitivity (Sen, %) and speciﬁcity (Spe, %) to
predict the age class for 86 male brown bears
Immature (N = 42)

Modela

Adult (N = 44)

Mean AUC (95% CI)

Sen

Spe

Mean AUC (95% CI)

Sen

Spe

M4

0.96 (0.92–0.99)

83.3

93.2

0.96 (0.92–0.99)

93.2

83.3

M6

0.95 (0.90–0.99)

85.7

86.4

0.95 (0.90–0.99)

86.4

85.7

M5

0.93 (0.87–0.98)

78.6

90.0

0.93 (0.87–0.98)

90.9

78.6

M3

0.93 (0.88–0.98)

83.3

86.4

0.93 (0.88–0.98)

86.4

83.3

M2

0.90 (0.84–0.97)

85.7

86.4

0.90 (0.84–0.97)

86.4

85.7

a

Model M1 is excluded from this table because it is an intercept-only (null) model.

Table 6a: Comparisona of candidate modelsb by Aikaike Information Criteria (AIC) model selection to predict the age class and presence of
oﬀspring for 83 female brown bears. Females < 3 years old were classiﬁed as immature (N = 25) whereas females ≥3 years old, which included
solitary females (N = 33) and all females with oﬀspring (N = 25), were classiﬁed as adult. Model F1 is an intercept-only (null) model
Model

Hormone

F6

test, test2, cort, cort3

F4

Time

2

3

2

3

Study
area

Contact
method

sa
3

test, test , prog , cort, cort

F3

test, test , prog , est, cort,
cort3

F2

test2, prog, prog3, est, cort,
cort3

F5

test, test2, prog3, est, cort,
cort3

AICC

ΔAICC

(test × sa), (test × cort3)

7

80.10

0.00

0.91

77.1

(test × prog ), (cort × y)

9

86.99

6.89

0.03

80.7

(test × prog )

8

87.06

6.95

0.03

78.3

7

87.51

7.41

0.02

77.1

10

88.28

8.18

0.02

77.1

1

103.62

23.52

0.00

50.0

3

y

3

(test × prog3), (est × cm)

cm

Accuracy
(%)

K

Interactions

F1

wi

a

Statistics are number of estimable parameters in model (K), sample-size-adjusted Akaike information criterion (AICC), diﬀerence in AICC between top model and
model i (ΔAICC), Akaike weight for model i (wi), and accuracy (%).
b
Variables are testosterone (test), progesterone (prog), estradiol (est), cortisol (cort), year (y), study area (sa) and contact method (cm).

Table 6b: Comparison of candidate models in Table 6a. by mean area under the curve (AUC), sensitivity (Sen, %) and speciﬁcity (Spe, %) to
predict the age class for 83 female brown bears
Immature (N = 25)
Modela

Adult (N = 58)

Mean AUC (95% CI)

Sen

Spe

Mean AUC (95% CI)

Sen

Spe

F6

0.87 (0.79–0.93)

60.0

84.5

0.87 (0.79–0.93)

84.5

60.0

F4

0.87 (0.79–0.94)

68.0

86.2

0.87 (0.79–0.94)

86.2

68.0

F3

0.85 (0.77–0.93)

56.0

87.9

0.85 (0.77–0.93)

87.9

56.0

F2

0.84 (0.76–0.93)

48.0

89.7

0.84 (0.76–0.93)

89.7

48.0

F5

0.86 (0.79–0.94)

56.0

86.2

0.86 (0.79–0.94)

86.2

56.0

a

Model F1 is excluded from this table because it is an intercept-only (null) model.

in spring when hair growth was arrested (quiescent phase)
than in fall when hair was growing (growth phase). The
apparent seasonal difference in adult progesterone (and
estradiol) levels may have also been caused by study area,

given that ordinal day and study area were confounded for
this age class. A seasonal pattern, higher values in spring
than fall, was also apparent in the cortisol values for immature males, but not for adult males.
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Figure 1: Hair hormone levels in 86 male brown bears in relation to time of year and phase of hair growth cycle (quiescent, molt, growth).
Open circles represent bears captured in Alberta, Canada (N = 17). Closed circles represent bears captured or killed in Sweden (N = 69). Males < 3
years old were classiﬁed as immature whereas males ≥3 years old were classiﬁed as adult.
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Figure 2: Hair hormone levels in 83 female brown bears in relation to time of year and phase of hair growth cycle (quiescent, molt, growth).
Open circles and triangles represent bears captured in Alberta, Canada (N = 19). Closed circles and triangles represent bears captured or killed
in Sweden (N = 64). Females < 3 years old were classiﬁed as immature whereas females ≥3 years old, which included solitary females (circles,
N = 33) and all females with oﬀspring (triangles, N = 25), were classiﬁed as adult.
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As with males, adult females had higher testosterone values
than immature females (Fig. 2). It should be noted that hair testosterone concentrations in two adult females were greater
than the highest value (18.1 pg/mg) recorded for adult males
(Figs 1 and 2), although we were not comparing between sexes
in this study. In addition, among adult females, testosterone
values were greater in solitary bears than in bears accompanied
by dependent offspring. Because differences in the hormone
proﬁles of these two adult reproductive classes could potentially obscure differences between age classes, we had initially
attempted to discriminate between three female age and
reproductive classes, but invariably ended up with models that
were too complicated for the data set, i.e. overﬁt models.
Consequently, we abandoned this effort and limited our analyses to age classes. No clear patterns were evident based on
the progesterone, estradiol and cortisol concentrations presented in Fig. 2, but the values for a single immature female
sampled in Alberta were conspicuously high relative to values
for immature females sampled in Sweden.
Among male bears, a candidate model based on a 3-yearold adult threshold was most supported (ΔAICC = 0.00),
although there was also support (ΔAICC = 0.46) for a model
based on a 5-year-old threshold (Table 3a). Nonetheless, measures of classiﬁcation accuracy were greater when using the
3-year-old threshold (Table 3b), so this was the adult-age
threshold that we used for subsequent analyses. Measures of
classiﬁcation accuracy showed little change when excluding the
records of six 3-year-old bears in a re-analysis of the data
(Table 3b). However, the most supported model changed from
a ‘hormone + time’ model when using all data to a ‘hormone +
contact method’ model when excluding the records of 3 years
old (Table 3a).
As with male bears, the 3-year-old adult threshold model
was also most supported for female bears, with no support
(ΔAICC > 2.00) for other adult-age threshold models
(Table 4a). In a re-analysis of the data, with the records of
six 3 years old excluded, the measures of performance accuracy changed little (Table 4b), but the most supported model
changed from a ‘hormone + study area’ model to a ‘hormone
with interactions’ model (Table 4a).
We found most support (ΔAICC = 0.00) for a ‘hormone +
time’ model (M4) to predict the age class of male brown
bears (Table 5a). No other models were supported (ΔAICC >
2.00). Model M4 included all four hormones, as well as interactions between progesterone and estradiol and between cortisol and time. Of these, the only parameters that were not
statistically signiﬁcant (P > 0.05) were the polynomial forms
of estradiol (est3) and cortisol (cort3) (Table S3). Among signiﬁcant parameters, testosterone levels were more likely to be
higher in adults (odds ratio [OR] = 5.83), whereas progesterone and cortisol levels were more likely to be higher in immature bears (ORProgesterone = 0.22, ORCortisol < 0.01) (Fig. 3
and Table S3). Further, the difference in cortisol levels
between age classes was more pronounced during spring than

fall (ORCortisol × Day = 6.56) (Fig. 1). All measures of classiﬁcation accuracy were high for model M4, indicating a high
rate of success in discriminating between immature and adult
males (Table 5a and b, Fig. S3).
The age class of female brown bears was best predicted by
a ‘hormone + study area’ model (F6) with no support
(ΔAICC > 2.00) for competing candidate models (Table 6a).
Model F6 included testosterone and cortisol, as well as interactions between the two hormones and between testosterone
and study area (Table S4). Among signiﬁcant parameters, testosterone levels were more likely to be higher in adults
(ORTestosterone > 100), whereas cortisol levels were more
likely to be higher in immature bears (ORCortisol = 0.30)
(Fig. 4, Table S4). When comparing between adult reproductive classes, testosterone levels were higher and cortisol levels
were lower in solitary females than in females with offspring
(Fig. 4). The difference in testosterone levels between age
classes appeared to be more pronounced in Sweden than in
Alberta (ORTestosterone × Study area > 100). However, this may
have been artefactual, because only one immature female was
sampled in Alberta, and the testosterone concentration for
this individual (9.40 pg/mg) was higher than most of the concentrations recorded for adult females in Alberta (mean ± SE:
6.62 ± 1.69 pg/mg), with only 3 of 18 adult values exceeding
this concentration. In contrast, the mean testosterone concentration in females sampled in Sweden was less for immature
bears (3.48 ± 0.22 pg/mg) than for adults (4.59 ± 0.68 pg/mg).
Measures of classiﬁcation accuracy were not as high for model
F6, or for female models in general (Table 6a and b, Fig. S4),
when compared to the models for males shown in Table 5a
and b. Overall, we had reasonable success in discriminating
female age classes (mean AUC = 0.87), but we had considerably less success in correctly classifying immature females
(sensitivity = 60%) than in correctly classifying adults (sensitivity = 85%).

Discussion
The ﬁndings of this study suggest that measurement of steroid
hormone concentration proﬁles in brown bear hair could be
used to effectively determine age class, despite the signiﬁcant
constraints that we encountered with our data set. Because of
the opportunistic manner by which we acquired hair samples,
our data were highly unbalanced. Consequently, we were
unable to completely separate the potential inﬂuences of the
non-hormone factors—time, contact method and study area.
We sidestepped this issue to some extent by avoiding the evaluation of candidate models using combinations of these confounding variables. The use of simpler models was also
necessary given our small sample size. However, avoiding complicated models did not make the interpretation of models with
hormone × non-hormone factor interactions any more certain.
For example, in the testosterone × study area interaction in
model F6 in Table 6a, we could not rule out the possibility
that time and/or contact method also interacted with
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Figure 3: Comparison of hair hormone concentrations by age class in 86 male brown bears. Males < 3 years old were classiﬁed as immature
(N = 42) whereas males ≥3 years old were classiﬁed as adult (N = 44). The box-and-whisker plots provide: (i) the median represented by a thick
horizontal line; (ii) the interquartile range represented by the box; (iii) the minimum and maximum values, excluding outliers, represented by
the lower and upper whiskers; and (iv) outliers being less than or greater than 1.5 times the lower and upper quartiles, represented by the
open circles. The solid triangles represent the mean concentrations.

testosterone levels. It was fortuitous then that the individual
hormones, and not their interactions with each other or with
non-hormone factors, showed the strongest associations with
male and female age class.
Another concern stemming from the opportunistic sampling
was the variable time (6 months to 14 years) between the collection and laboratory analysis of samples. If hormone degradation
had occurred at a relatively constant rate over time, hormone
levels should have been lower in older than newer samples,
when controlling for everything else. In our statistical analyses,
we used year as a continuous variable to allow us to determine
if there were any temporal trends over the 14 years that hair
was collected. We reasoned that if hormone degradation

occurred, we would ﬁnd signiﬁcant year × hormone interactions in the supported models (ΔAICC ≤ 2.00) for male and
female bears, but this did not occur. We also conducted four
separate analyses in which the concentrations of the individual hormones were used as response variables, and sexreproductive class and age were used as potential predictor
variables (Tables S7–S10). With these analyses, we predicted
that we would ﬁnd a signiﬁcant positive association between
hormone concentration and year, if hormone degradation was
signiﬁcant. Again, however, year never appeared as a ﬁxed
effect, or as an interaction term, in any of the supported models. Thus, we have no evidence for hormone degradation inﬂuencing our ﬁndings. Although we are unaware of any studies
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Figure 4: Comparison of hair hormone concentrations by age and reproductive class in 83 female brown bears. Females < 3 years old were
classiﬁed as immature whereas females ≥3 years old, which included solitary females (N = 33) and all females with oﬀspring (N = 25), were
classiﬁed as adult. The box-and-whisker plots provide: (i) the median represented by a thick horizontal line; (ii) the interquartile range
represented by the box; (iii) the minimum and maximum values, excluding outliers, represented by the lower and upper whiskers; and (iv)
outliers being less than or greater than 1.5 times the lower and upper quartiles, represented by the open circles. The solid triangles represent
the mean concentrations.

that have evaluated the effect of storage time on reproductive
hormone concentrations in hair, Macbeth et al. (2010) previously demonstrated that cortisol remains stable in brown bear
hair for at least 17 months. Cortisol has also been extracted
from museum samples of hair collected from polar bears that
were killed 85–120 years ago, and concentrations in these samples were found to be generally higher than the range of values
measured in hair collected from polar bears from the same
area in recent years (Bechshøft et al., 2012).
The capability to correctly classify the age class of brown
bears based on hormone concentrations in hair samples collected non-invasively is a signiﬁcant ﬁnding with important

implications for brown bear conservation. Knowledge of age
structure is essential to accurately assess population demographics (Doak and Cutler, 2014) and the success of recovery
efforts (Woodruff et al., 2016). It is also essential for determining sustainable harvest rates for exploited species, including brown bears (Gosselin et al., 2015; McLellan et al., 2017).
Further, for populations-at-risk, estimates of juvenile survival
are often a strong indicator of their performance and viability
(Woodruff et al., 2016). Assigning age to an individual animal
usually involves capture and handling but this can be expensive, dangerous to ﬁeld personnel and harmful to the animal
(Arnemo et al., 2006; Cattet et al., 2008). With non-invasive
sampling, age determination may be possible for some, but
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Figure 5: Comparison of potential reproductive states between adult males and adult females during diﬀerent months of the year. This
characterization of the annual reproductive cycle of brown bears is based on a review of reproductive seasonality in bears by Spady
et al. (2007).

not all, species by camera trapping (Vaz Pinto et al., 2016) or
faecal morphometry (Woodruff et al., 2016). However, animals cannot be reliably aged through the molecular analysis
(e.g. telomere length) of hair or faecal samples, although the
pursuit of molecular age biomarkers continues to be an active
ﬁeld of research (Jarman et al., 2015). Future research should
address the possibility to use hair hormone concentrations to
differentiate age classes at a ﬁner scale to better meet management needs, e.g. cubs-of-the year vs other immature bears vs
one or more adult classes.
We found more support for adulthood beginning at 3 years,
than at 4 or 5 years, in both sexes in this study. We selected 3
years as the lowest adult-age threshold to evaluate, because
databases from both projects contained records of female bears
at 4 years accompanied by cubs-of-the-year, which means they
would have bred at 3 years, and because male bears in Sweden

have been determined by DNA proﬁling (microsatellite analysis) to breed as early as 3 years (Zedrosser et al., 2007). We
recognized, however, that the median age threshold could also
be higher, because of variation among individual bears in the
timing of sexual maturation (Schwartz et al., 2003). In this
regard, several studies of brown bears in the study areas from
where we obtained samples have also used 4 or 5 years as the
adult-age threshold (Zedrosser et al., 2013; Gosselin et al.,
2015; Sorensen et al., 2015; Kite et al., 2016).
The primary process by which hormones accumulate in
hair raises a question as to whether the hormone proﬁle in a
brown bear hair sample reﬂects the current endocrine state
of the animal or its endocrine state at some previous point in
time. Although not fully investigated, hormones are presumed to sequester in growing hair primarily through passive
diffusion from the systemic blood circulation to the follicular
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cells that produce the hair shaft (Sharpley et al., 2011; Russell
et al., 2012). Local skin production of hormones may also
contribute, but to a lesser degree, through local blood ﬂow
(Zouboulis, 2009; Inoue et al., 2012; Slominski et al., 2013),
and possibly in association with sebum and sweat penetrating
the hair shaft above the skin (Russell et al., 2014).
Nonetheless, irrespective of the relative contributions from the
systemic blood circulation and local skin production, hormones should be sequestered in brown bear hair when it is
growing, not when it is quiescent. As depicted in Figs 1 and 2,
the hair cycle in brown bears can be broken down into a
growth phase from June to October, and a quiescent phase
from November to May. Molt occurs during May and June,
such that hair samples collected during this time are likely to
be a mixture of quiescent and growing hairs. However, the
timing of hair growth in brown bears shows considerable
plasticity that depends on the quantity and quality of the diet
(Jacoby et al., 1999), which is why the hair cycle phases were
illustrated as gradients in Figs 1 and 2. In this study, four of
twelve 3-year-old bears, two males and two females, were
sampled in May and June coincident with the molt and early
growth, whereas the other eight 3 years old were sampled during August and September, further into the growth phase.
Because the endocrine proﬁles of the four samples collected
during May and June could have reﬂected the endocrine state
of the bears during the previous fall, when they were 2 years
old, we excluded the records of all 3-year-old bears and reanalysed the data to see if classiﬁcation accuracy improved. It
did not, but this was not surprising, given that only four 3
years old were sampled during the quiescent and early growth
phases. Still, we cannot be sure that classiﬁcation accuracy
would have improved if more 3-year-old bears had been
sampled during the quiescent phase. On this point, Cattet
et al. (2017) measured marked changes (2- to 3-fold increases
and decreases) in the hair concentrations of reproductive hormones in captive brown bears that were repeatedly sampled
(two to three times) during the same quiescent phase. This
points to the need for more research to better understand how
and when hormones accumulate in hair.
Male brown bears were separated into immature and adult
classes with a high degree of accuracy (mean AUC > 0.95)
based on the concomitant concentrations of all four hormones
in their hair. Our interpretation of these ﬁndings in the broader context of brown bear reproductive endocrinology is somewhat limited, because of the relative lack of published
information on this topic, not just in males, but females as
well. We are unaware of any studies of brown bears that
have compared reproductive hormone levels by male age
class in any type of biological sample. In polar bears, the
closest relative to brown bears, serum testosterone concentrations are positively correlated with age during the breeding season (April–May), but do not differ during October, a
time when bears are not reproductively active (Palmer et al.,
1988). In this study of free-ranging brown bears, we found
that hair testosterone levels were generally higher in adult
males (4.32 ± 0.49 pg/mg, N = 44) than in immature males

(2.54 ± 0.16 pg/mg, N = 42) from April to October, without
any evidence of a temporal pattern (Fig. 1). In contrast, Cattet
et al. (2017) found the hair testosterone concentrations in two
captive adult male brown bears was highest (≥7 pg/mg) from
April to June, which coincided with breeding, but remained at
low levels (<3 pg/mg) from August to February. In this same
study, progesterone (range: 2.28–5.81 pg/mg, N = 10) and
estradiol concentrations (0.005–0.019 pg/mg; N = 10) were
also measured, and the observed values were similar to what
we recorded for free-ranging adult males (Fig. 1). In contrast,
however, hair cortisol levels were lower in captive adult males
(1.08 ± 0.12 pg/mg, N = 10) than in free-ranging adult males
(2.52 ± 0.39 pg/mg, N = 44).
Our ability to correctly discriminate between age classes
was less accurate for females than for males. Although we had
good success in correctly classifying adult females (sensitivity =
85%), our success in correctly classifying immature females
was poor (sensitivity = 60%). We suggest that the greater complexity of the reproductive cycle in females versus males may
have reduced our success in classifying females simply on the
basis of age class (Fig. 5). Hormonal changes in adult males
are restricted to the time prior to breeding, from April to midMay when the testicles are growing and differentiating in preparation for spermatogenesis, and during breeding in late May
and June (Tsubota and Kanagawa, 1989; Spady et al., 2007).
Consequently, adult males can only be identiﬁed as breeding
or non-breeding on the basis of their hair hormone proﬁle, as
previously shown in captive bears (Cattet et al., 2017). In contrast, adult females can exist in multiple reproductive states
that are spread throughout much of the year (Fig. 5). Females
with offspring can be either lactating or not in any month of
the active season (March–November), but solitary females may
be in one of four possible states—breeding, pregnant, nonpregnant or pseudopregnant—during this time. And presumably, these different reproductive states are characterized by
different hair hormone proﬁles. In captive brown bears, the
hair reproductive hormone proﬁles of adult females differed
between non-breeding, breeding, and pregnant states (Cattet
et al., 2017). Although we did not include reproductive state in
the analyses of this study, it appears from Figs 2 and 4 that the
hair hormone proﬁles of solitary adult females and females
with offspring differed, and that these differences may have
blurred the distinction between age classes. This could be veriﬁed through further study with a larger sample of adult
females of known reproductive state. In addition, it would be
invaluable to track the hair hormone proﬁles of immature
females, that were previously captured and are of known age,
through multi-year non-invasive genetic sampling to identify
speciﬁc changes in hormone levels that are associated with
their transition to adulthood.
Female age class was most closely associated with concurrent
hair concentrations of testosterone and cortisol. Surprisingly,
neither progesterone nor estradiol occurred in the most supported model, although it these two hormones that have been
evaluated most often in studies of female brown bears (Tsubota
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et al., 1987, 1992; Wasser et al., 2004; Dehnhard et al.,
2006). Broadly speaking, studies of females across many species, including humans, have focused on progesterone and
estradiol, whereas testosterone is usually associated with
studies of males (Arnon et al., 2016). Nevertheless, we have
shown in a previous study with captive brown bears that hair
testosterone levels in adult females, whether breeding or not,
change markedly throughout the year (Cattet et al., 2017).
Further, as found in this study of free-ranging bears, the hair
testosterone levels of captive adult females may exceed the
levels measured in adult males. High concentrations of hair
testosterone in females, relative to levels in males, have also
been recorded for wolves (Canis lupus; Bryan et al., 2014),
Canada lynx (Lynx canadensis; Terwissen et al., 2014), and
ring-tailed lemurs (Lemur catta; Tennenhouse et al., 2016).
Although the signiﬁcance of ‘high testosterone levels’ in
female brown bears has not been explored, attention has
been directed to the potential adaptive consequences of
maternal testosterone levels on offspring behaviour (Dloniak
et al., 2006) and sex ratios (Grant and Chamley, 2010;
Edwards et al., 2016) in other mammals.
The direct application of our preliminary ﬁndings to noninvasive genetic studies may be prevented at present by the
large quantity of hair required for the hormone analyses. We
required ~125 mg of guard hair (~125–250 individual guard
hairs) per sample to reliably measure the four hormones evaluated in this study. Although this amount can be collected
easily from a captured or killed bear, it far exceeds the
amount (≤30 mg) that is typically snagged by a single barb of
barbed wire. Nevertheless, it may be possible to resolve this
problem by combining several approaches. The ﬁrst would be
to maximize the amount of hair collected per animal by using
multiple strands of barbed wire and/or using wire with closely
spaced (5 cm) barbs. The second would be to determine the
ease and reliability of analysing mixed (guard and undercoat)
hair samples instead of selecting and analysing guard hairs
only. Finally, the application of mass spectrometry methods,
which are considered to be the ‘gold standard’ for hair analysis (Gow et al., 2010), instead of enzyme-linked immunosorbent assays (ELISA), as were used for this study, would
enable the concurrent measurement of multiple hormones in
a considerably smaller amount of hair (≥20 mg) than was
used in this study (Gao et al., 2013). Alternatively, it may be
possible to reduce the amount of hair required for ELISA
through modiﬁcations to the extraction protocol, e.g. increase
the solvent–sample ratio, longer incubation times.
In conclusion, we have demonstrated that the measurement of hormone proﬁles in the hair of brown bears has
potential to be applied to augment DNA-based capturemark-recapture studies by enabling accurate assignment of
age class to male bears. However, our capability to discriminate between immature and adult females was less reliable,
which points toward the need for additional research based
on a larger sample size with balanced representation among female

age and reproductive classes. Beyond enhancing DNA-based
capture-mark-recapture studies, the capability to discriminate among adult female reproductive states would also contribute to understanding social, demographic and ecological
processes in brown bears. Given the small and unbalanced
sample used in this study, our ﬁndings should be viewed as
preliminary, but they should also provide a basis for more
comprehensive future studies.
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online.
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brunbjørn: DNA-analyse av prøver innsamlet i Norge i 2013.
Bioforsk Rapport 9(48): 1–54. https://brage.bibsys.no/xmlui/bitstream/
handle/11250/2444457/Bioforsk-Rapport-2014-09-48.pdf?sequence=
2. (last accessed 26 June 2017).
AEP [Alberta Environment and Parks] (2016) Alberta grizzly bear (Ursus
arctos) recovery plan. Alberta Environment and Parks, Alberta Species
at Risk Recovery Plan No. 38. Edmonton, AB, pp 1–85.
ASRD [Alberta Sustainable Resource Development] (2008) Alberta grizzly bear recovery plan 2008–2013. Alberta Sustainable Resource
Development, Fish and Wildlife Division, Alberta Species at Risk
Recovery Plan No. 15. Edmonton, AB, pp 1–68.

..............................................................................................................................................................

16
Downloaded from https://academic.oup.com/conphys/article-abstract/6/1/coy001/4827883
by White and Case LLP user
on 29 January 2018

Research article
Conservation Physiology • Volume 6 2018
..............................................................................................................................................................
ASRD and ACA [Alberta Sustainable Resource Development and
Alberta Conservation Association] (2010) Status of the grizzly bear
(Ursus arctos) in Alberta: Update 2010. Alberta Sustainable
Resource Development. Wildlife Status Report No. 37 (Update
2010). Edmonton, AB, pp 1–44.
Arnemo JM, Ahlqvist P, Andersen R, Berntsen F, Ericsson G, Odden J,
Brunberg S, Segerström P, Swenson JE (2006) Risk of capturerelated mortality in large free-ranging mammals: experiences from
Scandinavia. Wildlife Biol 12: 109–113.
Arnemo JM, Evans A (2017) Biomedical protocols for free-ranging
brown bears, gray wolves, wolverines and lynx. Nor Environ Agency
1–16.
Arnon L, Hazut N, Tabachnik T, Weller A, Koren L (2016) Maternal testosterone and reproductive outcome in a rat model of obesity.
Theriogenology 86: 1042–1047.
Bates D, Mächler M, Bolker B, Walker S (2015) Fitting linear mixedeﬀects models using lme4. J Stat Softw 67: 1–48.
Bechshøft TØ, Rigét FF, Sonne C, Letcher RJ, Muir DCG, Novak MA,
Henchey E, Meyer JS, Eulaers I, Jaspers VLB, Eens M, Covaci A,
Dietz R (2012) Measuring environmental stress in East Greenland
polar bears, 1892–1927 and 1988–2009: What does hair cortisol
tell us? Environ Int 45: 15–21.
Benn B, Herrero S (2002) Grizzly bear mortality and human access in
Banﬀ and Yoho National Parks, 1971–1998. Ursus 13: 213–221.
Boulanger J, Cattet M, Nielsen SE, Stenhouse G, Cranston J (2013) The
use of multi-state models to explore relationships between
changes in body condition, habitat, and survival of grizzly bears.
Wildlife Biol 19: 274–288.
Boulanger J, Stenhouse GB (2014) The impact of roads on the demography of grizzly bears in Alberta. PLoS One 9: e115535. doi:10.
1371/journal.pone.0115535.
Bourbonnais ML, Nelson TA, Cattet MRL, Darimont CT, Stenhouse GB
(2013) Spatial analysis of factors inﬂuencing long-term stress in
the grizzly bear (Ursus arctos) population of Alberta, Canada. PLoS
One 8: e83768. doi:10.1371/journal.pone.0083768.
Bourbonnais ML, Nelson TA, Cattet MRL, Darimont CT, Stenhouse GB,
Janz DM (2014) Environmental factors and habitat use inﬂuence
body condition of individuals in a species at risk, the grizzly bear.
Conserv Physiol 2, doi:10.1093/conphys/cou043.
Bryan HM, Darimont CT, Paquet PC, Wynne-Edwards KE, Smits JEG
(2013) Stress and reproductive hormones in brown bears reﬂect
nutritional beneﬁts and social consequences of a salmon foraging
niche. PLoS One 8: e80537.
Bryan HM, Smits JEG, Koren L, Paquet PC, Wynne-Edwards KE, Musiani
M (2014) Heavily hunted wolves have higher stress and reproductive steroids than wolves with lower hunting pressure. Funct Ecol
29: 347–356.
Burnham KP, Anderson DR (2002) Model Selection and Multimodel
Inference. Springer-Verlag, New York, NY, pp 1–488.

Cattet M, Boulanger J, Stenhouse G, Powell RA, Reynolds-Hogland
MJ (2008) Long-term eﬀects of capture and handling in ursids:
implications for wildlife welfare and research. J Mammal 89:
973–990.
Cattet M, Macbeth BJ, Janz DM, Zedrosser A, Swenson JE, Dumond M,
Stenhouse GB (2014) Quantifying long-term stress in brown bears
with the hair cortisol concentration: a biomarker that may be confounded by rapid changes in response to capture and handling.
Conserv Physiol 2, doi:10.1093/conphys/cou026.
Cattet M, Stenhouse GB, Janz DM, Kapronczai L, Erlenbach JA, Jansen
HT, Nelson OL, Robbins CT, Boulanger J (2017) The quantiﬁcation
of reproductive hormones in the hair of captive adult brown bears
and their application as indicators of sex and reproductive state.
Conserv Physiol 5: cox032. doi:10.1093/conphys/cox032.
CCAC [Canadian Council on Animal Care] (2003) Guidelines on the care
and use of wildlife. 2003. Canadian Council on Animal Care, Ottawa,
Ontario, Canada. http://www.ccac.ca/Documents/Standards/Guidelines/
Wildlife.pdf. (last accessed 29 June 2017)
Cerling TE, Wittemyer G, Rasmussen HB, Vollrath F, Cerling CE,
Robinson TJ, Douglas-Hamilton I (2006) Stable isotopes in elephant
hair document migration patterns and diet changes. Proc Natl
Acad Sci USA 103: 371–373.
Dehnhard M, Hildebrandt TB, Knauf T, Jewgenow K, Kolter L, Göritz F
(2006) Comparative endocrine investigations in three bear species
based on urinary steroid metabolites and volatiles. Theriogenology
66: 1755–1761.
Deleo JM (1993) Receiver operating characteristic laboratory (ROCLAB):
software for developing decision strategies that account for uncertainty. In: Proceedings of the Second International Symposium on
Uncertainty Modelling and Analysis, College Park, MD: IEEE Computer
Society Press, pp 318–325.
de Marinis AM, Asprea A (2006) Hair identiﬁcation key of wild and
domestic ungulates from southern Europe. Wildlife Biol 12: 305–320.
d’Havé H, Covaci A, Scheirs J, Schepens P, Verhagen R, De Coen W
(2005) Hair as an indicator of endogenous tissue levels of brominated ﬂame retardants in mammals. Environ Sci Technol 39:
6016–6020.
Dloniak SM, French JA, Holekamp KE (2006) Rank-related maternal
eﬀects of androgens on behaviour in wild spotted hyaenas. Nature
440: 1190–1193.
Doak DF, Cutler K (2014) Re-evaluating evidence for past population
trends and predicted dynamics of Yellowstone grizzly bears.
Conserv Lett 7: 312–322.
Edwards AM, Cameron EZ, Wapstra E (2016) Are there physiological
constraints on maternal ability to adjust sex ratios in mammals?
J Zool 299: 1–9.
Fourie NH, Brown JL, Jolly CJ, Phillips-Conroy JE, Rogers J, Bernstein
RM (2016) Sources of variation in hair cortisol in wild and captive
non-human primates. Zoology 119: 119–125.

..............................................................................................................................................................

17
Downloaded from https://academic.oup.com/conphys/article-abstract/6/1/coy001/4827883
by White and Case LLP user
on 29 January 2018

Research article
Conservation Physiology • Volume 6 2018
..............................................................................................................................................................
Gao W, Stalder T, Foley P, Rauh M, Deng H, Kirschbaum C (2013)
Quantitative analysis of steroid hormones in human hair using a
column-switching LC–APCI–MS/MS assay. J Chromatogr B 928: 1–8.

Koren L, Mokady O, Karaskov T, Klein J, Koren G, Geﬀen E (2002) A
novel method using hair for determining hormonal levels in wildlife. Anim Behav 63: 403–406.

Glickman SE, Frank LG, Pavgi S, Licht P (1992) Hormonal correlates of
‘masculinization’ in female spotted hyaenas (Crocuta crocuta). 1.
Infancy to sexual maturity. J Reprod Fert 95: 451–462.

Kroshko T, Kapronczai L, Cattet MRL, Macbeth BJ, Stenhouse GB,
Obbard ME, Janz DM (2017) Comparison of methanol and isopropanol as wash solvents for determination of hair cortisol concentration in grizzly bears and polar bears. MethodsX 4: 68–75.

Gosselin J, Zedrosser A, Swenson JE, Pelletier F (2015) The relative
importance of direct and indirect eﬀects of hunting mortality on
the population dynamics of brown bears. Proc R Soc B 282:
20141840. http://dx.doi.org/10.1098/rspb.2014.1840.. (last accessed
29 June 2017).

Laﬀerty DJR, Laudenslager ML, Mowat G, Heard D, Belant JL (2015)
Sex, diet, and the social environment: factors inﬂuencing hair cortisol concentration in free-ranging black bears (Ursus americanus).
PLoS One 10(11): e0141489. doi:10.1371/journal.pone.0141489.

Gow R, Thomson S, Rieder M, Van Uum S, Koren G (2010) An assessment of cortisol analysis in hair and its clinical applications.
Forensic Sci Int 196: 32–37.

Long RA, Donovan TM, MacKay P, Zielinski WJ, Buzas JS (2007)
Comparing scat detection dogs, cameras, and hair snares for surveying carnivores. J Wildlife Manag 71: 2018–2025.

Grant VJ, Chamley LW (2010) Can mammalian mothers inﬂuence the
sex of their oﬀspring peri-conceptually? Reproduction 140: 425–433.

Macbeth BJ, Cattet M, Stenhouse GB, Gibeau ML, Janz DM (2010) Hair
cortisol concentration as a non-invasive measure of long-term
stress in free-ranging brown bears (Ursus arctos): considerations
with implications for other wildlife. Can J Zool 88: 935–949.

Hernout BV, McClean CJ, Arnold KE, Walls M, Baxter M, Boxall ABA
(2016) Fur: a non-invasive approach to monitor metal exposure in
bats. Chemosphere 147: 376–381.
Hobson KA (1999) Tracing origins and migration of wildlife using
stable isotopes: a review. Oecologia 120: 314–326.
Ieno EN, Zuur AF (2015) A Beginner’s Guide to Data Exploration and
Visualization with R. Highland Statistics Ltd, Newburgh, UK, p 1164.
Inoue T, Miki Y, Abe K, Hatori M, Hosaka M, Kariya Y, Kakuo S,
Fujimura T, Hachiya A, Honma S, et al. (2012) Sex steroid synthesis
in human skin in situ: the roles of aromatase and steroidogenic
acute regulatory protein in the homeostasis of human skin. Mol
Cell Endocrinol 362: 19–28.
Jacoby ME, Hilderbrand GV, Servheen C, Schwartz CC, Arthur SM,
Hanley TA, Robbins CT, Michener R (1999) Trophic relations of
brown and black bears in several western North American ecosystems. J Wildl Manag 63: 921–929.
Jarman SN, Polanowski AM, Faux CE, Robbins J, De Paoli-Iseppi R,
Bravington M, Deagle BE (2015) Molecular biomarkers for chronological age in animal ecology. Mol Ecol 24: 4826–4847.
Kendall KC, McKelvey KS (2008) Hair collection. In Long AR, MacKay P,
Ray J, Zielinski W, eds. Noninvasive Survey Methods for Carnivores.
Island Press, Washington, pp 1–385.
Kersey DC, Wildt DE, Brown JL, Huang Y, Snyder RJ, Monfort SL (2010)
Parallel and seasonal changes in gonadal and adrenal hormones in
male giant pandas (Ailuropoda melanoleuca). J Mammal 91: 1496–1507.
Kindberg J, Swenson J E (2014) Bjö rnstammens storlek i Sverige 2013
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